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<210> 1 

<211> 1023 

<212> DNA 

<213> Magnaportha grisea 

<400> 1 



atgagcaaca 


gcagggttat 


caagattggt 


actcgccggt 


cgccacttgc 


catcaggcag 


60 


gtagaacata 


ccgttgcact 


tctgcaaaag 


gcgcacccgg 


atatcacatt 


cgaagtgaac 


120 


gccatcgcca 


ctcagggaga 


caaggacaag 


gtatcaccac 


tgccttcaat 


ggggaagggc 


180 


atgtggacca 


acgagctcga 


ggcaatgctc 


actactggag 


aggtcgactt 


catcgtccac 


240 


tgcctcaagg 


acatgcccac 


taccctcccg gacaactgcg 


agctcggcgc 


ggtcatggag 


300 


cgtgaggacc 


cgcgcgacgt 


tgtggtcatc 


aagcccaagc 


atgttcaggc 


cggctgcaag 


360 


accattgctg 


atctgcccaa 


gggcagcttg 


gtcggtacca 


gcagcccgag 


gagatcgtct 


420 


cagctcaagc 


ggtggtaccc 


tgaactgcgt 


ttccgggact 


accgcggcaa 


catcgatacg 


480 


aggttgcgca 


agctcgacgc 


cgaggatggc 


gagttcgact 


gcattatctt 


ggcagctgca 


540 


ggcctgcacc 


gcatggacca 


gcactcgcga 


atcgcgcagt 


atctcgactc 


gacgacagaa 


600 


ggtggtggtg 


tcttgcacgc 


cgtgggacag 


ggtgctcttg 


gactcgaggt 


acgaaagggc 


660 
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gacattgaga 


ccttgaaggt 


gattgagtgt 


tgggccgaga 


ggacggtcat 


gcgaacactc 


gagacatcat 


ggtcggacga 


gggcaaaacg 


gatgggtcag 


aggcagtaga 


tgctgacgcg 


gaagctctcg gtaagcaagt 


atcacaggtt 


gatgtcatca 


cccagactcg 


cttggcaccg 


tga 






<210> 2 
<211> 1104 
<212> DNA 

<213> Magnaportha grisea 


<400> 2 
atgagcaaca 


gcagggttat 


caagattggt 


gtagaacata 


ccgttgcact 


tctgcaaaag 


gccatcgcca 


ctcagggaga 


caaggacaag 


atgtggacca 


acgagctcga 


ggcaatgctc 


tgcctcaagg 


acatgcccac 


taccctcccg 


cgtgaggacc 


cgcgcgacgt 


tgtggtcatc 


accattgctg 


atctgcccaa 


gggcagcttg 


cagctcaagc 


ggtggtaccc 


tgaactgcgt 


aggttgcgca 


agctcgacgc 


cgaggatggc 


ggcctgcacc 


gcatggacca 


gcactcgcga 


ggtggtggtg 


tcttgcacgc 


cgtgggacag 


gacattgaga 


ccttgaaggt 


gattgagtgt 


tgggccgaga 


ggacggtcat 


gcgaacactc 


gagacatcat 


ggtcggacga 


gggcaaaacg 


gatgggtcag 


aggcagtaga 


tgctgacgcg 


gaagctctcg 


gtaagcaagt 


atcacaggtt 


gatgtcatca 


cccagactcg 


cttggcaccg 


tgatactgca 


ctgtactccc 


aaacatggca 



ctcgtggaca tgccgacgat gaaggccggc 720 

gagggtggat gcagcgttcc catcggcgtc 780 

ctcaggctga gggcaacagt agttgctttg 840 

tccgcctccg tttccaacca agaggaggcc 900 

ttggtggaga gaggggcaaa gaaaatactc 960 

ccagtgaaga cggtagctgg agctgcggcg 1020 

1023 



actcgccggt cgccacttgc catcaggcag 60 

gcgcacccgg atatcacatt cgaagtgaac 120 

gtatcaccac tgccttcaat ggggaagggc 180 

actactggag aggtcgactt catcgtccac 240 

gacaactgcg agctcggcgc ggtcatggag 300 

aagcccaagc atgttcaggc cggctgcaag 360 

gtcggtacca gcagcccgag gagatcgtct 420 

ttccgggact accgcggcaa catcgatacg 480 

gagttcgact gcattatctt ggcagctgca 540 

atcgcgcagt atctcgactc gacgacagaa 600 

ggtgctcttg gactcgaggt acgaaagggc 660 

ctcgtggaca tgccgacgat gaaggccggc 720 

gagggtggat gcagcgttcc catcggcgtc 780 

ctcaggctga gggcaacagt agttgctttg 840 

tccgcctccg tttccaacca agaggaggcc 900 

ttggtggaga gaggggcaaa gaaaatactc 960 

ccagtgaaga cggtagctgg agctgcggcg 1020 

caattctcag tgttacatac acaccaagag 1080 



2 



r • 



acgggatggt ctctagggct ttag 1104 



<210> 3 
<211> 366 

<212> PRT 

<213> Magnaportha grisea 
<400> 3 

Met Ser Asn Ser Arg Val lie Lys lie Gly Thr Arg Arg Ser Pro Leu 
15 10 15 



Ala lie Arg Gin Val Glu His Thr Val Ala Leu Leu Gin Lys Ala His 
20 25 30 



Pro Asp lie Thr Phe Glu Val Asn Ala lie Ala Thr Gin Gly Asp Lys 
35 40 45 



Asp Lys Val Ser Pro Leu Pro Ser Met Gly Lys Gly Met Trp Thr Asn 
50 55 60 



Glu Leu Glu Ala Met Leu Thr Thr Gly Glu Val Asp Phe lie Val His 
65 70 75 80 



Cys Leu Lys Asp Met Pro Thr Thr Leu Pro Asp Asn Cys Glu Leu Gly 
85 90 95 



Ala Val Met Glu Arg Glu Asp Pro Arg Asp Val Val Val lie Lys Pro 
100 105 110 



Lys His Val Gin Ala Gly Cys Lys Thr lie Ala Asp Leu Pro Lys Gly 
115 120 125 



Ser Leu Val Gly Thr Ser Ser Pro Arg Arg Ser Ser Gin Leu Lys Arg 
130 135 140 



Trp Tyr Pro Glu Leu Arg Phe Arg Asp Tyr Arg Gly Asn lie Asp Thr 
145 150 155 160 



Arg Leu Arg Lys Leu Asp Ala Glu Asp Gly Glu Phe Asp Cys lie He 
165 170 175 



Leu Ala Ala Ala Gly Leu His Arg Met Asp Gin His Ser Arg He Ala 
180 185 190 
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Gin Tyr Leu Asp Ser Thr Thr Glu Gly Gly Gly Val Leu His Ala Val 
195 200 205 



Gly Gin Gly Ala Leu Gly Leu Glu Val Arg Lys Gly Asp lie Glu Thr 
210 215 220 



Leu Lys Val lie Glu Cys Leu Val Asp Met Pro Thr Met Lys Ala Gly 
225 230 235 240 



Trp Ala Glu Arg Thr Val Met Arg Thr Leu Glu Gly Gly Cys Ser Val 
245 250 255 



Pro lie Gly Val Glu Thr Ser Trp Ser Asp Glu Gly Lys Thr Leu Arg 
260 265 270 



Leu Arg Ala Thr Val Val Ala Leu Asp Gly Ser Glu Ala Val Asp Ala 
275 280 285 



Asp Ala Ser Ala Ser Val Ser Asn Gin Glu Glu Ala Glu Ala Leu Gly 
290 295 300 



Lys Gin Val Ser Gin Val Leu Val Glu Arg Gly Ala Lys Lys lie Leu 
305 310 315 320 



Asp Val lie Thr Gin Thr Arg Leu Ala Pro Pro Val Lys Thr Val Ala 
325 330 335 



Gly Ala Ala Ala Tyr Cys Thr Val Leu Pro Asn Met Ala Gin Phe Ser 
340 345 350 



Val Leu His Thr His Gin Glu Thr Gly Trp Ser Leu Gly Leu 
355 360 365 
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